Séquence 1

GGCATTTTTGAGTATCACGCTATGTATTATAGCCGCAGACCGTTTGCTatcccgtaccaa
tggtatctgcacccaaaacatccgagtgctggagtgactctacatgaaAGAGACTATAAA
CAGAAAATATCCAGCAACGGGTATTTTGTAGTGATGTCCACTGACTTGGTAGATCGAGCA
M S T D L V D R A
CAAGTGCCCGGGCGATCCTCCGTGCGAACTGGAATGACTTACCTCCCAGCTTCTGTGGCG
Q v P G R §$S s VvV R T G M T Y L P A S V A
ACACTTAAgtggaaaccggtcggaggcacttgtcttccecctgggtcattacatcgggggg
T L K
ccgaaaaatcttgatatttataaatatgcccagtcctataagagactgaaaaggccgaca
ggcggacacagGACGTTGGGAAGTCGCTGCAGACGCAGAACCCCGGGAAAGAGATGTTCC
T L G S R C R R R T P G K R C s
GGAATAACTGTGCTCTCAAAAAACGCAACAGGTGATGTAATTGCAACACCGTCTCACATT
G I T v L S K N A T G D V I A T P S H I
CCCCCGTCACATCTATCAAGCTTCGAAGCGCGCCAGTTCCGCATGGGTCAACAACCTCAG
P P S H L §S S F E A R Q F R M G 0 Q P 0
ATAAGCGGACTGACCGACTCACACCCAGAGAACGGACCCTTCAGCTATGGGGCCGGGTAC
I s G L T b S H P E NG P F S Y G A G Y
GGATTCGTCGTTAATCCCACCCACTTAGACTATGCTTTTACCTCACTAAGGGAGTgttgce
G F v VvV N P T H L DY A F T S L R E
agaagtgcggtcggcttttatgtcgggctccaacaatgecggeccgacccacagTGTCTTCT
L S S
TGGGTCTGTTTTATGAACTCTCCCCATTTGTGTGTATCACCGGCTGTTGATGTGCAGTAC
W Vv C FM NS P HL CV S P A V DV QY
TGTTTGGCGCAGAATTATCAAACCGTTTGGGCCTTCCTACGCACTGTTTGGTATGTAGCG
c L A Q N Y Q TV WA F L R T V W Y V A
TGGAAGCCTGGGCTGACGTACATGCAATCTAATAAGGGGAGAGCGCATCCCAAGGTAGCT
W K P G L T Y M Q S N K G R A H P K V A
GTAATCGGAAACCGCCGTCGGTTAATAGCACGCTTTTGGGACTTCCAAGGTGTGGGGCTT
v I 6 N R RRL I A R F WD F Q G V G L
TCGGAGAGTCGTACTTCCGAATCAGCCTTAGGCGAACCTTCGTCCCAAGGATGGATAGGT
S E S R T s E s A L G E P S S Q G W I G
TACATCATCGCCCTAGTCTACACATGTTTGATGACAAATCTGGGTTGGATTGTGGATATA
y r T A L VY T C L M TN L G W I V D I
ATCTCAGCGTCCAGACATGGATGTTACACACCCGATGTTCTACTCCTCGGACGGGTGGAT
I S A S R H G C Yy T P D V L L L G R V D
CGGCTCTGTATCTTGCACGAGgtccaaacgccccggtgttagtagaaatgctcagtacceg
R L C€C I L H E
gcaaaccaacgactacaaaatgagaccgtcaatgtatgggaaatgcgcgtaccttcececttg
ttaccgggcatacaggtcagtcttaccgtgcagCTTCCGACGAGAAGAGATGCGAGAATC
L P T R R D A R I
TGCGCATACCGCCCACATAGCCATAGGTCGACTCTTGCCGACGAGTACGCACCTGCTTTT
cC A Y R P H S H R S T L A D E Y A P A F
TGGCAGACTACACCAACGCCTGGATCAAGAgtgactcggtagceccttatattcggcaagt
W ¢ T T P T P G S R
ccactgcttacttaatcacgaaagcaaaagcaatctccgatgctttgcgagcgatcageg
cgaatcattaccataaggcaccatcgctcctcaggcaaccaggggcccctagectcgcecaca
gttgtgtgatatgatattcctgcgcgggtctccactecttgttcagTTTACCAAAACCATC
F T K T I
CAGCCATACCTTGAGATGCGTCGGTTGGGACCTGCATGCAGGCAGTGGTGTGGCTACCGG
Q P Y L EMRRL G P A C R Q W C G Y R
GAGACAACTGACCGACTGGCCAAGAATCGGTATCGCTACGGATACACTATGAAACGAGGA
E T T b R L A K N R Y R Y G Y T M K R G
GTGCATCGGTCTGCGGCACGGGAATTATACTGTAACGCGACGAACATTCCAGTAGATACT
V H R S A A R EL Y CNA ATNTI P V D T
AATCCCCCCTGGTGCTCTAGGAAAGCGCGGTCTCATGAACCTTACTAAGCTGCTCCCACC
N P P W C S R K A R S H E P Y *
AGACGCAGCGAGACTACTTGATctgggaagcacataaagggatgtctggctctcecccecat
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Séquence 2

GGCATTTTTGAGTATCACGCTATGTATTATAGCCGCAGACCGTTTGC TAGAGACTATAAA
CAGAAAATATCCAGCAACGGGTATTTTGTAGTGATGT CCACTGACTT GGTAGATCGAGCA
M S T D L V D R A
CAAGTGCCCGGGCGATCCTCCGT GCGAACTGGAATGACTTACCTCCCAGCT TCTGT GGCG
Q v pPp G R S S VR TG M T Y L P A S V A
ACACTTAAGACGTTGGGAAGTCGCTGCAGACGCAGAACCCCGGGAAAGAGATGTTCCGGA
T L K T L 6 8§ R €C R R R T P G K R C S G
ATAACTGTGCTCTCAAAAAACGCAACAGGTGAT GTAATTGCAACACCGTCTCACATTCCC
Ir T v L S K N A T G D V I A T P S H I P
CCGTCACATCTATCAAGCT TCGAAGCGCGCCAGTTCCGCATGGGTCAACAACCTCAGATA
P S H L §s s F E A R Q F R M G Q Q P Q I
AGCGGACTGACCGACTCACACCCAGAGAACGGACCCT TCAGC TATGGGGCCGGGTACGGA
s G L T b S H P E NG P F S Y G A G Y G
TTCGT CGTTAATCCCACCCACTTAGACTATGCT TTTACCTCACTAAGGGAGTTGTCTTCT
F v v N P T HL DY A F T S L R E L S S
TGGGT CTGT TTTAT GAACT CTCCCCATT TGTGT GTAT CACCGGCTGT TGAT GTGCAGTAC
W v CcC FMN S P H L CV S P A V D V Q Y
TGTTT GGCGCAGAATTATCAAACCGTTT GGGCCTTCCTACGCACTGT TTGGTATGTAGCG
c L A Q N Y Q T V WA F L R T V W Y V A
TGGAAGCCTGGGCTGACGTACAT GCAAT CTAATAAGGGGAGAGCGCATCCCAAGGTAGCT
W K P G L T YM Q S N K G R A H P K V A
GTAATCGGAAACCGCCGTCGGTTAATAGCACGCTTTT GGGACTTCCAAGGT GTGGGGCTT
v iI 6 N R R RL I A R F WD F Q G V G L
TCGGAGAGT CGTACTTCCGAATCAGCCT TAGGCGAACCTTCGTCCCAAGGATGGATAGGT
s E s R T S E §S A L G E P S S Q G W I G
TACATCATCGCCCTAGTCTACACATGTT TGATGACAAATCTGGGTTGGATT GTGGATATA
y r T AL VvV Yy T  C L M T NL G W I V D I
ATCTCAGCGTCCAGACATGGATGTTACACACCCGATGTTCTACTCCT CGGACGGGT GGAT
I s A S R H GG CY T ©P D VL L L G R V D
CGGCTCTGTATCTT GCACGAGCT TCCGACGAGAAGAGATGCGAGAAT CTGCGCATACCGC
R L ¢ I L H E L P T R R D A R I C A Y R
CCACATAGCCATAGGTCGACTCT TGCCGACGAGTACGCACCTGCTTT TTGGCAGACTACA
P H S H R S T L A DE Y A P A F W Q T T
CCAACGCCTGGATCAAGAT TTACCAAAACCATCCAGCCATACCTTGAGATGCGTCGGTTG
p T P G S R F T K T I Q P Y L E M R R L
GGACCTGCATGCAGGCAGT GGTGTGGCTACCGGGAGACAACT GACCGACTGGCCAAGAAT
G P A CR Q WC G Y R E T T DR L A K N
CGGTATCGCTACGGATACACTAT GAAACGAGGAGTGCATCGGTCTGCGGCACGGGAATTA
R Y R Y G ¥ TM K R G V HR S A A R E L
TACTGTAACGCGACGAACATTCCAGTAGATACTAATCCCCCCTGGTGCTCTAGGAAAGCG
Yy ¢ N A TN I P V DTN P P W C S R K A
CGGTCTCATGAACCTTACTAAGC TGCTCCCACCAGACGCAGCGAGACTACT TGAT
R S H E P Y *
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